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the remaining 22 samples represented 10
uncommon rotavirus genotypes. Seven of these
strains included unusual combinations, such
as G2P[8], G3P[4], G3P[6], Equine-like G3P[6],
G6P[8], GOP[4], and GIP[9]. The remaining were
represented by strains that contained an animal
VP7 and/or VP4 component. Feline/canine-like
G3P[3] was identified in one sample from the
NT, feline/canine-like G3P[9] were identified
in two samples in Vic, while bovine-like G8P[1]
(n=1) was identified in NSW.

Genotypes identified in samples from
children <5 years of age

449 wildtype rotavirus samples in total were
collected from children <5 years of age (Table
4). Within this subset, G2P[4] was the most
common genotype identified, found in 32% of
all samples. Equine-like G3P[8] was the second
most common genotype (29%), and G8P[8]
strains were the third most common genotype
(16%). G1P[8], G3P[8], GOP[8], and G12P[8], rep-
resented minor genotypes, identified in 1-10%
of all genotypes. (Table 4).

Genotypes identified in samples from
individuals >5 years of age

A total of 565 rotavirus samples were collected
from children >5 years, adults, and patients
with an unknown age (n=76) (Table 5). As with
the <5 years of age group, G2P[4] was the main
genotype identified (44%), followed by equine-
like G3P[8] (22%) and G8P[8] (17%).

Distribution of genotypes according to
vaccine tendered in children <5 years of age

G- and P- genotypes of the 449 wildtype rotavi-
rus samples were divided according to vaccine
use (Figure 3). In states where RotaTeq was in
use, G2P[4] was the dominant strain overall,
representing 46%, compared to 18% in Rotarix
states/territories. G8P[8] was the second most
common genotype identified, representing 16%
of all genotypes identified in RotaTeq states.
However, in states and territories that used

health.gov.au/cdi

Rotarix, Equine-like G3P[8] was the dominant
strain, representing 54%, compared to 5% in
RotaTeq states (Figure 3).

On 1 July 2017, Rotarix replaced RotaTeq in WA,
Vic, SA, and QId. After 1 July 2017, all states and
territories of Australia exclusively used Rotarix
vaccine against rotavirus under the NIP. To
identify if the change in vaccination schedule
could have had an impact on genotype distribu-
tion, further analysis based on date of collection
was performed (Figure 4). Although samples
were not able to be analysed for the full 6 months
after the change from RotaTeq to Rotarix in all
four states affected (Queensland, SA, Victoria,
and WA) there was a good representation of
data from Victoria and WA. In addition, no
samples were received from NT for the period of
1 Jun - 31 Dec, therefore data presented in this
report for this period is limited to ACT, NSW,
and Tasmania for the states and territories that
administered Rotarix in the NIP for the full 12
months in 2017. In states where RotaTeq was in
use from Jan to Jun, 2017, G2P[4] strains were
the dominant genotype in children <5 years,
identified in 63% of samples, however after the
change to Rotarix in July, G2P[4] reduced to 16%
(Jul-Dec 2017). However, a similar decrease in
G2P[4] strains was observed in jurisdictions that
used Rotarix for the whole year, from 56% for
the period of Jan-Jun, to 7% in Jul-Dec. In the
states that used Rotarix for the full 12 months
in 2017, the decrease in G2P[8] strains coincided
with an increase of equine-like G3P[8], from
23% (Jan-Jun) to 62% (Jul-Dec). In contrast,
equine-like G3P[8] maintained low levels of cir-
culation (£6%) between Jan-Jun and Jul-Dec in
states that changed vaccines in July. An increase
in G8P[8] strains was observed in all states and
territories irrespective of vaccine used, from
<4% in Jan-Jun, to 39% and 18% in Jul-Dec
respectively (Figure 4).
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Figure 3: Overall distribution of wildtype rotavirus G- and P- genotypes identified in Australian
children <5 years of age, based on vaccine use®, Australia, 1 January to 31 December 2017

RotaTeq® states

RotaTeq (n=227)

Non typeable
Other/Unusual/Mix 4%

39 G1P[8]

2%
G12P[8]
3%

G9P[8]
7% \
G8P[8] ‘

16%

G2P[4]
46%

Equine-like G3P[8]
5%

G3P[8]
14%

Rotarix states and territories

Rotarix (n=222)

Non typeable
1% G1P[8]
1%

Other/Unusual/Mix
3%

G9P[8]
2% G2P[4]
18%

G3P[8]
\ ‘ o

G8P[8]
15%

Equine-like G3P[8]
54%

a  Australian NIP changed to Rotarix exclusively on 1 July, 2017

10 of 21 Commun Dis Intell (2018) 2019;43(https://doi.org/10.33321/cdi.2019.43.28) Epub 16/7/2019

health.gov.au/cdi



paulwia1ap 10U sem adA1ousb -4 Jo/pue -5 asaym uswipads y D
€9|9eLa’s g
[8]d€D jiI-duinby e

4! € €l € 9 L 44 S 0L al o€l 6C 44 oL il 43 8 4 (344 |esoL
L L [4 z 0 = L L €l Ll S v Ll vl 18 99 € 4 24 eljesisny UIBISAM
0 = 3 L 9 1 € L 6l S € L z S 14 oL z S w _LOWIA
L S L S 0 = 0 = L S 4} S L S 9 [T 0 0 [44 eluewse|
z L 0 - 0 = 0 = 0 = € oL S Ll 6l €9 L € 0€ eljesisny yinos
9 6l z 9 0 = €L L 4 €L 0 = L I44 0 - 0 = 143 pue|susaND
0 = L S 0 = 0 = 0 = 0 = 0 = 8l S6 0 = 6l K1031413] uIBYLION
z L 4 z 0 = S € €€ 0T €6 9s oL 9 gl oL z L sol S3|eM YINOS MAN
0 = 0 = 0 = 0 = 0 - vl 88 z €l 0 = 0 = al 1oV

anua)d

19430 [8ldz1D <[8]d€D [8]1d€D [¥1dzD

L10T 1quIadd( 1€ 03 A1enue( | 93 Jo s1edA ¢S UIP[IYD pue syuejul ur uonnqrisip ad4jouas -J pue -o sniiae)oy :§ d[qel.,

110f21

Commun Dis Intell (2018) 2019;43(https://doi.org/10.33321/cdi.2019.43.28) Epub 16/7/2019

health.gov.au/cdi



‘pouiad buipiodai siyy 1oy panladal a1am /£ 10z Ae Jo1je sojdwes ou se ‘Kej\—ue[ woiy eyep spuasaidal A1031413] UISYHON pawioyiad

ua3q sey sisAjeue Jeak 233|dwod Yd1ym Joj ‘elIoIDIA pue YA Aq paiuasaidal ase sajdwes bajeloy Jo Aliofew ay] "ys pue p|p s91eis bajeioy ul 1snbny Jaye passadold usaq aney sajdwes oN 910N
"/ 10T "AIN[ 15| wouy A|PAISN|IX3 X1Jejoy 0} pabueypd ejjesisny ssoide dIN e
$9140111491 3 S91L1S XLIel0Y S91e1s bajejoy
(bL1=U) (8=u) (€8=u) (pp1=U)
29Q-Inr unr-uer Q9a-|Inr unf-uer
%0

XIAN/|lensnun/1ayio m

%0T

%0¢

[8]ldTo &

[v]dzo & %0€
x
[8ldsO ™ o
%07 oa
[81d€D ayi|-auInbl & o
[8]dso = .m.
%05 B
[8]d6D 11 m
("]
[8]ldeTD = %09 m.
=h
(0]
Q.

9|qeadAl uoN % %0L

%08

%06

%00T

£10T “19qQuIddd(J 1€ 03 A[nf 1 pue ‘Qun( 0} Arenue( | ‘erensny
<o8esn aurdoeA U0 paseq A3e Jo SIBIA S UIP[IYD UeI[eIISNY UI PayTIudpI sadLjouad -g pue - sniaraejox 9d£LIp[im Jo uonnqrisip [[eI2AQ :§ 2In3Ly

health.gov.au/cdi

Commun Dis Intell (2018) 2019;43(https://doi.org/10.33321/cdi.2019.43.28) Epub 16/7/2019

12 0f 21



paulwIa1ap 10U sem adA10usb - 10/pue -0 a1aym uswidds v

bl

,adK3-uopN

+19410

[8ldzLD

[81d6D

[8]1d8D

[81d€D

[8]1d€D

[¥1dzD

adA)

anua)d

€3|qeL33S q
[8ldeD ai-auinby e
oL 4 Sl € 9 L Sl € 9% LL szl 44 Ly L Lsc 4 L 595 [e3oL
0 = 0 = L L L L 6l 8l S S oL 6 0L 99 = 90L | elleiisny uIdlsam
L 14 € LL v vl L 4 Ll 6€ 14 vl L 4 z L 14 8¢ BLOIA
0 = z S 0 = 0 = 0 - 6l 44 L 4 0T L [4 374 eluewse|
z z 4 S 0 = L L 4 S € 14 oL 4} LS 0L L 28 eljessny yinos
S Lz L t 0 = S 1z € €l 0 = 14 LL S Lz 14 174 pue|susanD
0 - 0 = 0 = 0 - 0 = 0 = 0 - 18 00l = 18 | A1olIa] uIBYLION
z L S € L L L 14 8¢ 6C 6 ot Sl 8 9l 8 L 86L | S9|2M YInos MaN
0 - 0 = 0 = 0 - L €€ 4 L9 0 - 0 = = € 1oV
u % u % u % u % u % u % u % u % % (2303

L10T 13quiadd( ¢ 0) Arenue( | ‘synpe pue d5e Jo s1eah G< UdIP[IY> ut uonnqrisip ad4jouas -J pue -o sniae}oy :s [qel,

13 0f 21

Commun Dis Intell (2018) 2019;43(https://doi.org/10.33321/cdi.2019.43.28) Epub 16/7/2019

health.gov.au/cdi

















file:///D:\Users\PETRSI\AppData\Local\Microsoft\Windows\Temporary%20Internet%20Files\Content.Outlook\0ST0AYTA\www.who.int\immunization\monitoring_surveillance\VaccineIntroStatus.pptx%3fua=1
file:///D:\Users\PETRSI\AppData\Local\Microsoft\Windows\Temporary%20Internet%20Files\Content.Outlook\0ST0AYTA\www.who.int\immunization\monitoring_surveillance\VaccineIntroStatus.pptx%3fua=1
https://beta.health.gov.au/news-and-events/news/clinical-update-atagi-advice-on-rotarixr-to-replace-rotateqr
https://beta.health.gov.au/news-and-events/news/clinical-update-atagi-advice-on-rotarixr-to-replace-rotateqr
https://beta.health.gov.au/news-and-events/news/clinical-update-atagi-advice-on-rotarixr-to-replace-rotateqr










	Australian Rotavirus Surveillance Program: Annual Report, 2017
	Abstract
	Introduction
	Methods
	Results 
	Number of isolates 
	Wildtype rotavirus specimens: 
	Age distribution for wildtype rotavirus infections 
	Genotypes identified in samples from children ≤5 years of age
	Genotypes identified in samples from individuals greater than 5 years of age 
	Distribution of genotypes according to vaccine tendered in children ≤5 years of age 

	Vaccine-like rotavirus specimens: 
	Age distribution for rotavirus vaccine cases 


	Discussion 
	Acknowledgements 
	Australian Capital Territory 
	New South Wales 
	Northern Territory 
	Queensland 
	South Australia 
	Tasmania 
	Victoria 
	Western Australia 

	Author details 
	Corresponding Author 

	References 


