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the remaining 22 samples represented 10 
uncommon rotavirus genotypes. Seven of these 
strains included unusual combinations, such 
as G2P[8], G3P[4], G3P[6], Equine-like G3P[6], 
G6P[8], G9P[4], and G9P[9]. The remaining were 
represented by strains that contained an animal 
VP7 and/or VP4 component. Feline/canine-like 
G3P[3] was identified in one sample from the 
NT, feline/canine-like G3P[9] were identified 
in two samples in Vic, while bovine-like G8P[1] 
(n=1) was identified in NSW.

Genotypes identified in samples from 
children ≤5 years of age

449 wildtype rotavirus samples in total were 
collected from children ≤5 years of age (Table 
4). Within this subset, G2P[4] was the most 
common genotype identified, found in 32% of 
all samples. Equine-like G3P[8] was the second 
most common genotype (29%), and G8P[8] 
strains were the third most common genotype 
(16%). G1P[8], G3P[8], G9P[8], and G12P[8], rep-
resented minor genotypes, identified in 1–10% 
of all genotypes. (Table 4).

Genotypes identified in samples from 
individuals >5 years of age

A total of 565 rotavirus samples were collected 
from children >5 years, adults, and patients 
with an unknown age (n=76) (Table 5). As with 
the ≤5 years of age group, G2P[4] was the main 
genotype identified (44%), followed by equine-
like G3P[8] (22%) and G8P[8] (17%).

Distribution of genotypes according to 
vaccine tendered in children ≤5 years of age

G- and P- genotypes of the 449 wildtype rotavi-
rus samples were divided according to vaccine
use (Figure 3). In states where RotaTeq was in
use, G2P[4] was the dominant strain overall,
representing 46%, compared to 18% in Rotarix
states/territories. G8P[8] was the second most
common genotype identified, representing 16%
of all genotypes identified in RotaTeq states.
However, in states and territories that used

Rotarix, Equine-like G3P[8] was the dominant 
strain, representing 54%, compared to 5% in 
RotaTeq states (Figure 3).

On 1 July 2017, Rotarix replaced RotaTeq in WA, 
Vic, SA, and Qld. After 1 July 2017, all states and 
territories of Australia exclusively used Rotarix 
vaccine against rotavirus under the NIP. To 
identify if the change in vaccination schedule 
could have had an impact on genotype distribu-
tion, further analysis based on date of collection 
was performed (Figure 4). Although samples 
were not able to be analysed for the full 6 months 
after the change from RotaTeq to Rotarix in all 
four states affected (Queensland, SA, Victoria, 
and WA) there was a good representation of 
data from Victoria and WA. In addition, no 
samples were received from NT for the period of 
1 Jun – 31 Dec, therefore data presented in this 
report for this period is limited to ACT, NSW, 
and Tasmania for the states and territories that 
administered Rotarix in the NIP for the full 12 
months in 2017. In states where RotaTeq was in 
use from Jan to Jun, 2017, G2P[4] strains were 
the dominant genotype in children ≤5 years, 
identified in 63% of samples, however after the 
change to Rotarix in July, G2P[4] reduced to 16% 
(Jul–Dec 2017). However, a similar decrease in 
G2P[4] strains was observed in jurisdictions that 
used Rotarix for the whole year, from 56% for 
the period of Jan–Jun, to 7% in Jul–Dec. In the 
states that used Rotarix for the full 12 months 
in 2017, the decrease in G2P[8] strains coincided 
with an increase of equine-like G3P[8], from 
23% (Jan–Jun) to 62% (Jul–Dec). In contrast, 
equine-like G3P[8] maintained low levels of cir-
culation (≤6%) between Jan–Jun and Jul–Dec in 
states that changed vaccines in July. An increase 
in G8P[8] strains was observed in all states and 
territories irrespective of vaccine used, from 
≤4% in Jan–Jun, to 39% and 18% in Jul–Dec 
respectively (Figure 4).
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Figure 3: Overall distribution of wildtype rotavirus G- and P- genotypes identified in Australian 
children ≤5 years of age, based on vaccine usea, Australia, 1 January to 31 December 2017
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